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The Human Protein Reference 
Database (HPRD)

Comprehensive protein information 
resource
Object-oriented database
Web based
Freely available at:
http://www.hprd.org
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HPRD Homepage
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Query Screen
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Representation of Protein Data
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Sequence
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Interactions
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External Links
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Alternate Names
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Diseases
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PTM & Substrates
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Annotation

Manually

Reading the published literature

Bioinformatics analyses of the protein 
sequences, e.g. using BLAST
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Annotation Schedule
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An object-oriented database 
architecture

Zope – web application server
Zope Object Database

Transparently stores persistent objects

Zcatalog
Powerful indexing and searching

Python – programming language
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Data standardization

Compliant with GO vocabulary
Used by other annotation projects

XML (eXtensible Markup language)
Adopted by the micro array community
Easy import and export to other 
database systems

HUGO approved Gene Symbols
Easy linking to other databases
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Visualization methods

Pajek 
Generates protein interaction network 
pathway diagrams

Formats:
Jpeg 
Scalable Vector Graphics (SVG)

Zooming without loss of resolution
Search capability
Link to molecule page of any protein in the 
network
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Scalable Vector Graphics (SVG)
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Future developments
Federated Databases

Better processing of information
Enrich the database
Minimizes errors

Link with third party annotations
Evolution

Increase of number of entries
Increase of depth of annotation of entries


