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Human Gene Nomenclature Database

Maja Jakobik

o Genew is the only resource that
provides data for all human genes
which have approved symbols.

o It’s managed by HUGO Gene
Nomenclature Committee (HGNC)

o First published in 1979

o An estimated total of 26,000-
40,000 genes

Implementation

o Microsoft Access 97 relational DBMS
o 13 tables, over 170 fields

o search engine based on a Perl front-
end querying a PostgreSQL
database, data in text files exported
from off-line database
http://www.gene.ucl.ac.uk/cgi-
bin/nomenclature/searchgenes.pl

Data flow

o Source of data

Data submissions (authors, journals, literature
review, chromosome sequencing projects,
gene families, homologs from other species)
Other database files

o LocusLink

o SWISS-PROT

o The Genome Database - GDB

o Mouse Genome Database - MGD (not
exported)




Data flow

Other information

o Output
Online Genew Search Engine
o Search: gene symbol, gene name, aliases

o Retrieved: gene symbol, gene name,
aliases, cytogenetic location, OMIM
(Online Mendelian Inheritance in Man)
number, PMID (PubMed ID)

Online text files

o LBLAST

o Confidentiality

o LocusLink updates
o Sequence analysis

o http://www.gene.ucl.ac.uk/nomencl
ature/quidelines.html

Rules

Rules

o Each gene record
Has a unique HGNC ID
Has a status...

o Status
Pending
Approved
Reserved
Symbol Withdrawn
Entry Withdrawn
Approved Non-Human




Rules

o Each gene symbol
Must be unique

Is a short-form representation (or
abbreviation) of the descriptive gene name

should only contain Latin letters and Arabic
numerals

should not contain punctuation
should not end in "G" for gene

not contain any reference to species, for
example "H/h" for human

Let's see...
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Search Hints

To ust multiple search tenns in the advanced search separase the vabuss with T, thus  search for sering or threonine would be "seriefthreonine”. The search engine
does nat recogrise wid card charactess (1, = 7),
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These data are also available as a tab delimited flat fle searchdata tit ; there are also a number of other output fles avadable from our FTP access page

Authors ate reepested to cne: Wam, K1, Lush M, Ducluzeay, F, Povey, 5. Genew: The Human Gene Nomenclanwe Darabae. Mucleie Acids Research 2002
Vol 30, No. 1 169-171 and the database in the following format: Genese, HUGO Gene Nomenclature Committee (HGNC), Department of Biology, Universiy
College Lendon, Wolfson House, 4 Stephenson Wey, London W1 2EE, UK (http#srrw gene.ucl ac ukegi-binfnomenclaturefsearchgenes pl), Inchide the
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Useful Links

Gene symbol submidssion form

Guidelines for Human Gene Nomenclatwe

Maintained by nome@gaton uclac k. Seript last updated: Sapt 2002 EGNC Homepaze

&]ome ® rtme

Search Resulls - Microsoft Interne! Exp|

Fle Edt View Fovortes Took Help >
Qoet - (%) (B (D Dsewtr Slrrmie @uess & (- LF )
Acress 78] v g el P ¥ S

This enline database does not include our confidential data. If you visuld like fo create a zew gene symbol and name, the aaiy way to confirm it as
i T8 By CONIACING US.

Retwned: 31 of 3L records
where "records’ des contain "MYC"

Click on the Approved Geue Symbol to retrieve the complete gene record
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laTpso ATP synthase, B+ ransporting, mitochondrial F1 comples, O 216221 | oo1se 0scp, ATPO
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Symbol Report: C3orf15

Appraved Gene Symbol: ClorflS
Approved Gene Name: ciromosome 3 open reading frame 15
HGNCID: 24010

Location: 3g12-q13.3

Sequence Actession ID: ABUG3206

FMIDs: 12223483, 14551891

Stams: Approved

Synonyrms
Alinses: AST1, AAT lalpha, MYCEF-bindng protem
Previously Approved Symbals:
Previous Gene Names:
Other Database Links

+ Ensembl: Caorfl5

+ Fuzyme ID:

+ GENATLAS: ClorflS

+ GeneCards: Clorf13
« GeneClinies GeneTests: C3orf13

TMGT

« LocusLink ID: 89874
MG

» ONIM:

* RefSeqID: 1M 033364
Swiss-Prot ID

« UCSC: NM 033364
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Lirnits History Detalls
O1: AB063296, Homo sapiens aat-.[gi 14488276] Links
LOCUS ABO63296 1365 bp WRNA linear PRI Z0-NOV-2002
DEFINITICN Homo sapiens aac-1 mMMA for AAT-1 alpha, complete cds.
ACCESSION  AB0632396
VERSION ABO63296.1 G1:144868276
KEYWORDS
SOURCE Homo sapiens (human)
ORGANISH fono sapiens
Eukaryota; Metazoa; Chordate; Cramimta: Vertebrata: Euteleostomi:
Monmlia: Eutheria: Primates: Cacarrhina: Homimidas: Howo.
REFERENCE 1
AUTHORS  Yukicake, M., Purusaw,N., Taica,T., Iguchi-irigs,S.K. and Ariga,H.
TITLE AAT-1, a novel cestis-specific ANY-1-binding protein, forms a
quaternary complex with ANY-1, A-kinasc anchor protecin 84, ond o
regulatory subunit of cANP-dependent protein kinase and iz
phosphorylated by its kinase
JOURNAL ~ J. Biol. Chem. 277 (47), 95480-45492 (2002)
MEDLINE 22323218
Teazses
REFERENCE 2 (bases 1 to 1365)
AUTHORS  driga, K. ond Yukitake,H.
TITLE Direct Submisaion
JOURNAL  Submitted (16-JUN-2001) Hiroyoshi Ariga, Gradustc School of
Pharmaceutical Sciences, Hokkaido Universicy, Molecular Biology:
- iita 12 Mizhi 6. Kitm-kn. Sannrn NEN-0AT. dmman
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