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GOA = Gene Ontology Annotation

http://www.ebi.ac.uk/GOA/

Aims of this database:

• To provide annotations to the UniProt Knowledgebase
• Using the vocabulary of the Gene Ontology (GO) Consortium

A dynamic controlled vocabulary that can be applied to all organisms even as 
knowledge of gene and protein roles in cells is accumulating and changing.

Three separate ontologies: molecular function, biological process and cellular 
component, to describe gene products.

Each vocabulary is structured as directed acyclic graphs (DAGs).

Currently more than 17,000 terms included.

These terms are to be used as attributes of gene products by collaborating 
databases, facilitating uniform queries across them. 

Gene Ontology resource

http://www.geneontology.org/
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The UniProt Knowledgebase (UniProt) is the central access point for curated
protein information, including function, classification, and cross-reference. 

Accessible via text search, BLAST similarity search, and FTP.

UniProt Release 3.0 consists of 1,612,609 entries (UniProt/Swiss-Prot: 
163,235 entries and UniProt/TrEMBL: 1,449,374 entries) .

UniProt

http://www.ebi.uniprot.org/index.shtml
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Note: The current release has 5162144 entries.

The result.


